Figure E1. YKL-40 Asthma Cluster Classifier
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Figure E2. Common Transcripts in YKL-40 Clusters C3
and C4
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Figure E3. Innate and Adaptive Immunity Transcripts in
YKL-40 Asthma Cluster 3 vs Healthy Controls
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Figure E4. Interleukin-18 (IL-18) Pathway Transcripts in
YKL-40 Asthma Cluster 4 vs Healthy Controls
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